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In This IssueWhat’s in the Core of Collagen Prolyl 4-Hydroxylase?
PAGE 2107
Collagen prolyl 4-hydroxylase is essential for collagen maturation. The structures by Anantharajan et al. highlight that the
core of the tetrameric a2b2 enzyme is formed by a dimer of two a-subunits. In addition, the structures reveal a new binding
motif for proline rich peptides.Phosphorylated Phospholamban Homopentamer Acts as Monomer
Storage
PAGE 2119
Phospholamban (PLN) is a membrane protein that plays a role in regulating cardiac diastole. PLN was proposed to function
as an ion channel independent of phosphorylation, and Vostrikov et al. provide evidence that phosphorylated pentameric
PLN does not conduct ions and likely acts as storage for active monomers.A Fixed Engagement: Small G
Proteins and the Membrane
PAGE 2131
RLIP76 is an effector for Ral small GTPases that contains
a RhoGAP domain adjacent to a Ral-binding domain.
Rajasekar et al. solve a structure and reveal that the linker
between the two domains is structured, fixing their orien-
tation. This orientation allows them to engage their target
G proteins.Targeting the MDM2-p53 Interaction
by Focusing on Transient States
PAGE 2143The major role of MDM2 is to control tumor suppressor p53 protein levels. Bista et al. report structures of MDM2 in complex
with two small-molecule compounds, inhibitors of the p53-MDM2 interaction. Both small molecules induce a hydrophobic
pocket on the MDM2 surface.The Basic Structure of Yersinia’s Injectisome
PAGE 2152
Yersinia pestis, the causative agent of plague, overcomes the human
immune system by injecting effectors into the host cells using a macro-
molecular syringe, the injectisome. Kowal et al. describe a 12 A˚ structure
of the dodecameric outer membrane ring that forms the platform for
injectisome assembly.Flipping the Switch in Serine/Arginine-Rich
Proteins
PAGE 2162
Serine/arginine-rich proteins are important players in RNA metabolism and
are extensively phosphorylated. Xiang et al. show that phosphorylation
switches RS repeats from a disordered to a partially rigidified structure,
providing a molecular basis for the major influence of phosphorylation on
RS domain function.Structure 21, December 3, 2013 ª2013 Elsevier Ltd All rights reserved v
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In This IssueSalt and the GPCRs: Allosteric Modulation by Na+
PAGE 2175
A molecular mechanism for the allosteric modulation of GPCRs by sodium ions and
amilorides is proposed. Gutie´rrez-de-Tera´n et al. use molecular dynamics, biochem-
ical experiments, and thermal stability assays to evaluate different combinations
of receptor conformation, orthosteric ligands, and allosteric modulators.4E-BP2: Disordered and Fluctuating
PAGE 2186
Eukaryotic initiation factor 4E (eIF4E) with eIF4E binding proteins (4E-BPs) regulate
cap-dependent translation initiation. Lukhele et al. show that 4E-BP2 is disordered
with fluctuating structure and binds eIF4E at a bipartite interface, suggesting the
possibility of specific inhibitors of 4E-BP:eIF4E binding.Dynamic Recognition of the mRNA Cap
PAGE 2197
The eIF4FmRNA cap-binding complex that includes a cap-binding protein (eIF4E) is central to eukaryotic translation initiation.
O’Leary et al. probe dynamics of the eIF4E-mRNA interaction and show how eIF4F factors, mRNA, and the poly(A)-binding
protein yield distinct dynamic outcomes affecting downstream events.Evolutionary Adaptation of the Fly Pygo PHD Finger
PAGE 2208
Miller et al. show that coadapted mutations in the Drosophila Pygo PHD finger alter
its histone-binding surface to contain a novel semiaromatic groove that embeds
asymmetrically methylated arginine 2 of the histone H3 tail, a chromatin mark of
silenced genes.Short Article: Behind the Cataract
PAGE 2221
Kingsley et al. report the structure and a-crystallin binding interface of the cataract-
related variant of human gS-crystallin. aB-crystallin bindsmore strongly to the variant,
suggesting a potential mechanism for cataract formation via the depletion of the
finite aB-crystallin population of the lens.Elsevier Ltd All rights reserved
